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Abstract: 
With the progress of genome-wide experimental approaches we witness the establishment of more and more libraries of  
genome-wide data for proteins or RNA or metabolites. However, the separated consideration of metabolic networks or gene 
regulation networks does not tell us how these networks are integrated to allow a cell to grow, divide and respond to changing 
environments. 
 We use the yeast Saccharomyces cerevisiae as the model organism for eukaryotic cells allowing to comprehensively analyz-
ing regulatory networks and their integration with cellular physiology. We use a modular and iterative approach that allows for 
a systematic integration of cellular functions into a comprehensive model allowing to link processes that are strongly interlinked 
in cellular life, but measured separately. Edda Klipp & TBP.
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